SEQUENCE LISTING 




<110> Ashkenazi, Avi J. 
Baker, Kevin 
Gurney, Austin 
Wood, William 

<120> Apo-2DcR 



<130> 11669. 29US02 

<140> US 08/878,168 

<141> 1997-06-18 

<160> 17 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 259 

<212> PRT 

<213> HUMAN 



<400> 1 



Met 


Ala 


Arg 


He 


Pro 


Lys 


Thr 


Leu 


Lys 


Phe 


Val 


Val 


Val 


He 


Val 


Ala 


1 








5 










10 










15 




Val 


Leu 


Leu 


Pro 


Val 


Leu 


Ala 


Tyr 


Ser 


Ala 


Thr 


Thr 


Ala 


Arg 


Gin 


Glu 








20 










25 










30 






Glu 


Val 


Pro 


Gin 


Gin 


Thr 


Val 


Ala 


Pro 


Gin 


Gin 


Gin 


Arg 


His 


Ser 


Phe 






35 










40 










45 








Lys 


Gly 


Glu 


Glu 


Cys 


Pro 


Ala 


Gly Ser 


His 


Arg 


Ser 


Glu 


His 


Thr 


Gly 




50 










55 










60 










Ala 


Cys 


Asn 


Pro 


Cys 


Thr 


Glu 


Gly Val 


Asp 


Tyr 


Thr 


Asn 


Ala 


Ser 


Asn 


65 










70 










75 










80 


Asn 


Glu 


Pro 


Ser 


Cys 


Phe 


Pro 


Cys 


Thr 


Val 


Cys 


Lys 


Ser 


Asp 


Gin 


Lys 










85 










90 










95 




His 


Lys 


Ser 


Ser 


Cys 


Thr 


Met 


Thr 


Arg 


Asp 


Thr 


Val 


Cys 


Gin 


Cys 


Lys 








100 










105 










110 






Glu 


Gly 


Thr 


Phe 


Arg 


Asn 


Glu 


Asn 


Ser 


Pro 


Glu 


Met 


Cys 


Arg 


Lys 


Cys 






115 










120 










125 








Ser 


Arg 


Cys 


Pro 


Ser 


Gly 


Glu 


Val 


Gin 


Val 


Ser 


Asn 


Cys 


Thr 


Ser 


Trp 




130 










135 










14 0 








Asp 


Asp 


He 


Gin 


Cys 


Val 


Glu 


Glu 


Phe 


Gly Ala. 


Asn 


Ala 


Thr 


Val 


Glu 


145 










150 










155 










160 


Thr 


Pro 


Ala 


Ala 


Glu 


Glu 


Thr 


Met 


Asn 


Thr 


Ser 


Pro 


Gly 


Thr 


Pro 


Ala 










165 










170 










175 




Pro 


Ala 


Ala 


Glu 


Glu 


Thr 


Met 


Asn 


Thr 


Ser 


Pro 


Gly 


Thr 


Pro 


Ala 


Pro 








180 










185 










190 






Ala 


Ala 


Glu 


Glu 


Thr 


Met 


Thr 


Thr 


Ser 


Pro Gly 


Thr 


Pro 


Ala 


Pro 


Ala 






195 










200 










205 








Ala 


Glu 


Glu 


Thr 


Met 


Thr 


Thr 


Ser 


Pro 


Gly Thr 


Pro 


Ala 


Pro 


Ala 


Ala 



i 




Glu J31u *Thr -MSfe TKf- T>r Ser Pro 
225 , ., " ' 230 

Leu Ser Cys Thr lie Val Gly lie 

245 

Val Phe Val 



9 



Gly Thr Pro "Ala Se^ sir His Tyr 
235 240 
He Val Leu He Val Leu Leu He 
250 255 



<210> 2 

<211> 1180 

<212> DNA 

<213> HUMAN 



<220> 
<221> CDS 

<222> (193) . . . (969) 



<400> 2 

gctgtgggaa cctctccacg cgcacgaact cagccaacga tttctgatag atttttggga 
gtttgaccag agatgcaagg ggtgaaggag cgcttcctac cgttagggaa ctctggggac 
agagcgcccc ggccgcctga tggccgaggc agggtgcgac ccaggaccca ggacggcgtc 
gggaaccata cc atg gcc egg ate ccc aag acc eta aag ttc gtc gtc gtc 
Met Ala Arg He Pro Lys Thr Leu Lys Phe Val Val Val 
15 10 

ate gtc gcg gtc ctg ctg cca gtc eta get tac tct gcc acc act gcc 
He Val Ala Val Leu Leu Pro Val Leu Ala Tyr Ser Ala Thr Thr Ala 
15 20 25 

egg cag gag gaa gtt ccc cag cag aca gtg gcc cca cag caa cag agg 
Arg Gin Glu Glu Val Pro Gin Gin Thr Val Ala Pro Gin Gin Gin Arg 
30 35 40 45 

cac age ttc aag ggg gag gag tgt cca gca gga tct cat aga tea gaa 
His Ser Phe Lys Gly Glu Glu Cys Pro Ala Gly Ser His Arg Ser Glu 

50 55 60 

cat act gga gcc tgt aac ccg tgc aca gag ggt gtg gat tac acc aac 
His Thr Gly Ala Cys Asn Pro Cys Thr Glu Gly Val Asp Tyr Thr Asn 
65 70 75 

get tec aac aat gaa cct tct tgc ttc cca tgt aca gtt tgt aaa tea 
Ala Ser Asn Asn Glu Pro Ser Cys Phe Pro Cys Thr Val Cys Lys Ser 
80 85 90 

gat caa aaa cat aaa agt tec tgc acc atg acc aga gac aca gtg tgt 
Asp Gin Lys His Lys Ser Ser Cys Thr Met Thr Arg Asp Thr Val Cys 
95 100 105 

cag tgt aaa gaa ggc acc ttc egg aat gaa aac tec cca gag atg tgc 
Gin Cys Lys Glu Gly Thr Phe Arg Asn Glu Asn Ser Pro Glu Met Cys 
HO 115 120 125 



2 



egg aag tgt age agg tgc cct agt ggg gaa gtc caa gtc agt aat tgt 615 
Arg Lys Cys Ser Arg Cys Pro Ser Gly Glu Val Gin Val Ser Asn Cys 

130 135 140 

acg tec tgg gat gat ate cag tgt gtt gaa gaa ttt ggt gec aat gec 663 
Thr Ser Trp Asp Asp lie Gin Cys Val Glu Glu Phe Gly Ala Asn Ala 
145 150 155 

act gtg gaa acc cca get get gaa gag aca atg aac acc age ccg ggg 711 
Thr Val Glu Thr Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly 
160 165 170 

act cct gee cca get get gaa gag aca atg aac acc age cca ggg act 759 
Thr Pro Ala Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr 
175 180 185 

cct gee cca get get gaa gag aca atg acc acc age ccg ggg act cct 807 
Pro Ala Pro Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro 
190 195 200 205 

gec cca get get gaa gag aca atg acc acc age ccg ggg act cct gee 855 
Ala Pro Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala 

210 215 220 

cca get get gaa gag aca atg acc acc age ccg ggg act cct gee tct 903 
Pro Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Ser 
225 230 235 

tct cat tac etc tea tgc acc ate gta ggg ate ata gtt eta att gtg 951 
Ser His Tyr Leu Ser Cys Thr lie Val Gly lie lie Val Leu lie Val 
240 245 250 

ctt ctg att gtg ttt gtt tgaaagactt cactgtggaa gaaattcctt 999 
Leu Leu He Val Phe Val 
255 

ccttacctga aaggttcagg taggegctgg ctgagggegg ggggcgctgg acactctctg 1059 

ccctgcctcc ctctgctgtg ttcccacaga cagaaacgcc tgcccctgcc ccaaaaaaaa 1119 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1179 

a 1180 

<210> 3 

<211> 299 

<212> PRT 

<213> HUMAN 

<400> 3 

Met Gin Gly Val Lys Glu Arg Phe Leu Pro Leu Gly Asn Ser Gly Asp 

15 10 15 

Arg Ala Pro Arg Pro Pro Asp Gly Arg Gly Arg Val Arg Pro Arg Thr 

20 25 30 

Gin Asp Gly Val Gly Asn His Thr Met Ala Arg He Pro Lys Thr Leu 
35 40 45 



3 



1 » 



Lys 


Phe 


Val 


Val 


Val 


He 


Val 


Ala 


Val 


Leu 


Leu 


Pro 


Val 


Leu 


Ala 


Tyr 




50 










55 










60 








Ser 


Ala 


Thr 


Thr 


Ala 


Arg 


Gin 


Glu 


Glu 


Val 


Pro 


Gin 


Gin 


Thr 


Val 


Ala 


65 










70 










75 










80 


Pro 


Gin 


Gin 


Gin 


Arg 


His 


Ser 


Phe 


Lys 


Gly 


Glu 


Glu 


Cys 


Pro 


Ala 


Gly 










85 










90 










95 


Ser 


His 


Arg 


Ser 


Glu 


His 


Thr 


Gly 


Ala 


Cys 


Asn 


Pro 


Cys 


Thr 


Glu 


Gly 








100 










105 










110 




Val 


Asp 


Tyr 


Thr 


Asn 


Ala 


Ser 


Asn 


Asn 


Glu 


Pro 


Ser 


Cys 


Phe 


Pro 


Cys 






115 










120 










125 






Thr 


Val 


Cys 


Lys 


Ser 


Asp 


Gin 


Lys 


His 


Lys 


Ser 


Ser 


Cys 


Thr 


Met 


Thr 




130 










135 










140 








Arg 


Asp 


Thr 


Val 


Cys 


Gin 


Cys 


Lys 


Glu 


Gly 


Thr 


Phe 


Arg 


Asn 


Glu 


Asn 


145 










150 










155 








160 


Ser 


Pro 


Glu 


Met 


Cys 


Arg 


Lys 


Cys 


Ser 


Arg 


Cys 


Pro 


Ser 


Gly 


Glu 


Val 










165 










170 










175 




Gin 


Val 


Ser 


Asn 


Cys 


Thr 


Ser 


Trp 


Asp 


Asp 


He 


Gin 


Cys 


Val 


Glu 


Glu 








180 










185 










190 






Phe 


Gly Ala 


Asn 


Ala 


Thr 


Val 


Glu 


Thr 


Pro 


Ala 


Ala 


Glu 


Glu 


Thr 


Met 






195 










200 










205 








Asn 


Thr 


Ser 


Pro 


Gly 


Thr 


Pro 


Ala 


Pro 


Ala 


Ala 


Glu 


Glu 


Thr 


Met 


Asn 




210 










215 










220 










Thr 


Ser 


Pro 


Gly 


Thr 


Pro 


Ala 


Pro 


Ala 


Ala 


Glu 


Glu 


Thr 


Met 


Thr 


Thr 


225 










230 










235 










240 


Ser 


Pro 


Gly 


Thr 


Pro 


Ala 


Pro 


Ala 


Ala 


Glu 


Glu 


Thr 


Met 


Thr 


Thr 


Ser 










245 










250 










255 




Pro 


Gly 


Thr 


Pro 


Ala 


Pro 


Ala 


Ala 


Glu 


Glu 


Thr 


Met 


Thr 


Thr 


Ser 


Pro 








260 










265 










270 






Gly 


Thr 


Pro 


Ala 


Ser 


Ser 


His 


Tyr 


Leu 


Ser 


Cys 


Thr 


He 


Val 


Gly 


He 






275 










280 










285 






lie 


Val 


Leu 


He 


Val 


Leu 


Leu 


He 


Val 


Phe 


Val 













290 295 



<210> 4 
<211> 1180 
<212> DNA 
<213> HUMAN 

<220> 

<221> CDS 

<222> (73) . . . (969) 

<221> sig_peptide 
<222> (73) . . . (194) 

<400> 4 

gctgtgggaa cctctccacg cgcacgaact cagccaacga tttctgatag atttttggga 60 
gtttgaccag ag atg caa ggg gtg aag gag cgc ttc eta ccg tta ggg aac 111 
Met Gin Gly Val Lys Glu Arg Phe Leu Pro Leu Gly Asn 
-40 -35 -30 

tct ggg gac aga gcg ccc egg ccg cct gat ggc cga ggc agg gtg cga 159 
Ser Gly Asp Arg Ala Pro Arg Pro Pro Asp Gly Arg Gly Arg Val Arg 



4 



•*■ " -25,. . -20 -15 . 

r ;v. — ^ " > -i.-- " ^i' ■ 

ccc agg acc cag gac ggc gtc ggg aac cat acc atg gcc egg ate ccc 207 

Pro Arg Thr Gin Asp Gly Val Gly Asn His Thr Met Ala Arg lie Pro 
-10 -5 1 5 

aag acc ; eta aag ttc gtc gtc gtc ate gtc gcg gtc ctgctg cca gtc 255 
Lys Thr Leu Lys Phe Val Val Val lie Val Ala Val Leu Leu Pro Val 

10 15 20 

eta get tac tct gcc acc act gcc egg cag gag gaa gtt ccc cag cag 3 03 

Leu Ala Tyr Ser Ala Thr Thr Ala Arg Gin Glu Glu Val Pro Gin Gin 

25 1 30 35 

aca gtg gcc cca cag caa cag agg cac age ttc aag ggg gag gag tgt 3 51 

Thr Val Ala Pro Gin Gin Gin Arg His Ser Phe Lys Gly Glu Glu Cys 
40 45 50 

cca gca gga tct cat aga tea gaa cat act gga gcc tgt aac ccg tgc 399 
Pro Ala Gly Ser His Arg Ser Glu His Thr Gly Ala Cys Asn Pro Cys 
55 60 65 

aca gag ggt gtg gat tac acc aac get tec aac aat gaa cct tct tgc 44 7 

Thr Glu Gly Val Asp Tyr Thr Asn Ala Ser Asn Asn Glu Pro Ser Cys 
70 75 80 85 

ttc cca tgt aca gtt tgt aaa tea gat caa aaa cat aaa agt tec tgc 4 95 

Phe Pro Cys Thr Val Cys Lys Ser Asp Gin Lys His Lys Ser Ser Cys 

90 95 100 

acc atg acc aga gac aca gtg tgt cag tgt aaa gaa ggc acc ttc egg 543 
Thr Met Thr Arg Asp Thr Val Cys Gin Cys Lys Glu Gly Thr Phe Arg 
105 110 115 

aat gaa aac tec cca gag atg tgc egg aag tgt age agg tgc cct agt 591 
Asn Glu Asn Ser Pro Glu Met Cys Arg Lys Cys Ser Arg Cys Pro Ser 
120 125 130 

ggg gaa gtc caa gtc agt aat tgt acg tec tgg gat gat ate cag tgt 63 9 

Gly Glu Val Gin Val Ser Asn Cys Thr Ser Trp Asp Asp lie Gin Cys 
135 140 145 

gtt gaa gaa ttt ggt gcc aat gcc act gtg gaa acc cca get get gaa 687 
Val Glu Glu Phe Gly Ala Asn Ala Thr Val Glu Thr Pro Ala Ala Glu 
150 155 160 165 

gag aca atg aac acc age ccg ggg act cct gcc cca get get gaa gag 73 5 

Glu Thr Met Asn Thr Ser Pro Gly Thr Pro Ala Pro Ala Ala Glu Glu 

170 175 180 

aca atg aac acc age cca ggg act cct gcc cca get get gaa gag aca 783 
Thr Met Asn Thr Ser Pro Gly Thr Pro Ala Pro Ala Ala Glu Glu Thr 
185 190 195 



5 



atg acc acc age ccg ggg act cct gec cca get get gaa gag aca atg 831 
Met Thr Thr Ser Pro Gly Thr Pro Ala Pro Ala Ala Glu Glu Thr Met 
200 205 210 

acc acc age ccg ggg act cct gec cca get get gaa gag aca atg acc 879 
Thr Thr Ser Pro Gly Thr Pro Ala Pro Ala Ala Glu Glu Thr Met Thr 
215 220 225 

acc age ccg ggg act cct gee tct tct cat tac etc tea tgc acc ate 927 
Thr Ser Pro Gly Thr Pro Ala Ser Ser His Tyr Leu Ser Cys Thr lie 
230 235 240 245 

gta ggg ate ata gtt eta att gtg ctt ctg att gtg ttt gtt 969 
Val Gly He He Val Leu He Val Leu Leu He Val Phe Val 

250 255 

tgaaagactt cactgtggaa gaaattcctt ccttacctga aaggttcagg taggegctgg 1029 

ctgagggegg ggggcgctgg acactctctg ccctgcctcc ctctgctgtg ttcccacaga 1089 

cagaaacgcc tgcccctgcc ccaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1149 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 1180 

<210> 5 
<211> 43 
<212> DNA 
<213> YEAST 

<400> 5 

tgtaaaacga eggecagtta aatagacctg caattattaa tct 43 

<210> 6 
<211> 41 
<212> DNA 
<213> YEAST 

<400> 6 

caggaaacag ctatgaccac ctgcacacct gcaaatccat t 41 

<210> 7 
<211> 49 
<212> PRT 
<213> HUMAN 

<400> 7 

Cys Arg Glu Cys Glu Ser Gly Ser Phe Thr Ala Ser Glu Asn His Leu 

15 10 15 

Arg His Cys Leu Ser Cys Ser Lys Cys Arg Lys Glu Met Gly Gin Val 

20 25 30 

Glu He Ser Ser Cys Thr Val Asp Arg Asp Thr Val Cys Gly Cys Arg 
35 40 45 

Lys 



6 





<210> 


8 




















<211> 


48 




















<212> 


PRT 




















<213> 


HUMAN 




















<400> 


8 


















Cys 


Asn Pro 


Cys Thr Glu Gly Val 


Asp 


Tyr 


Thr 


Asn 


Ala 


Ser 


Asn 


Asn 


1 




5 




10 










15 




Glu 


Pro Ser 


Cys Phe Pro Cys Thr 


Val 


Cys 


Lys 


Ser 


Asp 


Gin 


Lys 


His 






20 


25 










30 






Lys 


Ser Ser 


Cys Thr Met Thr Arg 


Asp 


Thr 


Val 


Cys 


Gin 


Cys 


Lys 


Glu 




35 


40 










45 









<210> 9 
<211> 70 
<212> DNA 
<213> HUMAN 

<400> 9 

gggagccgct catgaggaag ttgggcctca tggacaatga gataaaggtg gctaaagctg 60 
aggcagcggg 70 

<210> 10 
<211> 1799 
<212> DNA 
<213> HUMAN 

<220> 
<221> CDS 

<222> (140) . . . (1372) 
<400> 10 

cccacgcgtc cgcataaatc agcacgcggc cggagaaccc cgcaatctct gcgcccacaa 60 
aatacaccga cgatgcccga tctactttaa gggctgaaac ccacgggcct gagagactat 120 
aagagcgttc cctaccgcc atg gaa caa egg gga cag aac gec ccg gec get 172 

Met Glu Gin Arg Gly Gin Asn Ala Pro Ala Ala 
15 10 

teg ggg gec egg aaa agg cac ggc cca gga ccc agg gag gcg egg gga 220 
Ser Gly Ala Arg Lys Arg His Gly Pro Gly Pro Arg Glu Ala Arg Gly 
15 20 25 

gee agg cct ggg etc egg gtc ccc aag acc ctt gtg etc gtt gtc gec 268 
Ala Arg Pro Gly Leu Arg Val Pro Lys Thr Leu Val Leu Val Val Ala 
30 35 40 

gcg gtc ctg ctg ttg gtc tea get gag tct get ctg ate acc caa caa 316 
Ala Val Leu Leu Leu Val Ser Ala Glu Ser Ala Leu lie Thr Gin Gin 
45 50 55 

gac eta get ccc cag cag aga gcg gee cca caa caa aag agg tec age 364 
Asp Leu Ala Pro Gin Gin Arg Ala Ala Pro Gin Gin Lys Arg Ser Ser 
60 65 70 75 



7 



ccc tea gag gga ttg tgt cca cct gga cac cat ate tea gaa gac ggt 
Pro Ser Glu Gly Leu Cys Pro Pro Gly His His lie Ser Glu Asp Gly 

80 85* 90 

aga gat tgc ate tec tgc aaa tat gga cag gac tat age act cac tgg 
Arg Asp Cys lie Ser Cys Lys Tyr Gly Gin Asp Tyr Ser Thr His Trp 
95 100 105 

aat gac etc ctt ttc tgc ttg cgc tgc ace agg tgt gat tea ggt gaa 
Asn Asp Leu Leu Phe Cys Leu Arg Cys Thr Arg Cys Asp Ser Gly Glu 
110 115 120 

gtg gag eta agt ccc tgc ace acg acc aga aac aca gtg tgt cag tgc 
Val Glu Leu Ser Pro Cys Thr Thr Thr Arg Asn Thr Val Cys Gin Cys 
125 130 135 

gaa gaa ggc acc ttc egg gaa gaa gat tct cct gag atg tgc egg aag 
Glu Glu Gly Thr Phe Arg Glu Glu Asp Ser Pro Glu Met Cys Arg Lys 
140 145 150 155 

tgc cgc aca ggg tgt ccc aga ggg atg gtc aag gtc ggt gat tgt aca 
Cys Arg Thr Gly Cys Pro Arg Gly Met Val Lys Val Gly Asp Cys Thr 

160 165 170 

ccc tgg agt gac ate gaa tgt gtc cac aaa gaa tea ggc ate ate ata 
Pro Trp Ser Asp lie Glu Cys Val His Lys Glu Ser Gly lie lie lie 
175 180 185 

gga gtc aca gtt gca gee gta gtc ttg att gtg get gtg ttt gtt tgc 
Gly Val Thr Val Ala Ala Val Val Leu He Val Ala Val Phe Val Cys 
190 195 200 

aag tct tta ctg tgg aag aaa gtc ctt cct tac ctg aaa ggc ate tgc 
Lys Ser Leu Leu Trp Lys Lys Val Leu Pro Tyr Leu Lys Gly He Cys 
205 210 215 

tea ggt ggt ggt ggg gac cct gag cgt gtg gac aga age tea caa cga 
Ser Gly Gly Gly Gly Asp Pro Glu Arg Val Asp Arg Ser Ser Gin Arg 
220 225 230 235 

cct 999 get gag gac aat gtc etc aat gag ate gtg agt ate ttg cag 
Pro Gly Ala Glu Asp Asn Val Leu Asn Glu He Val Ser He Leu Gin 

240 245 250 

ccc acc cag gtc cct gag cag gaa atg gaa gtc cag gag cca gca gag 
Pro Thr Gin Val Pro Glu Gin Glu Met Glu Val Gin Glu Pro Ala Glu 
255 260 265 

cca aca ggt gtc aac atg ttg tec ccc ggg gag tea gag cat ctg ctg 
Pro Thr Gly Val Asn Met Leu Ser Pro Gly Glu Ser Glu His Leu Leu 
270 275 280 



8 



i 



gaa ccg gca gaa get gaa agg tct cag agg agg agg ctg ctg gtt cca 103 6 

Glu Pro Ala Glu Ala Glu Arg Ser Gin Arg Arg Arg Leu Leu Val Pro 

285 290 295 

gca aat gaa ggt gat ccc act gag act ctg aga cag tgc ttc gat gac 1084 

Ala Asn Glu Gly Asp Pro Thr Glu Thr Leu Arg Gin Cys Phe Asp Asp 

300 305 310 315 

ttt gca gac ttg gtg ccc ttt gac tec tgg gag ccg etc atg agg aag 1132 

Phe Ala Asp Leu Val Pro Phe Asp Ser Trp Glu Pro Leu Met Arg Lys 

320 325 330 



ttg ggc etc atg gac aat gag ata aag gtg get aaa get gag gca gcg 
Leu Gly Leu Met Asp Asn Glu lie Lys Val Ala Lys Ala Glu Ala Ala 
335 340 345 



1180 



ggc cac agg gac ace ttg tac acg atg ctg ata aag tgg gtc aac aaa 1228 
Gly His Arg Asp Thr Leu Tyr Thr Met Leu He Lys Trp Val Asn Lys 
350 355 360 

ace ggg cga gat gee tct gtc cac ace ctg ctg gat gec ttg gag acg 1276 
Thr Gly Arg Asp Ala Ser Val His Thr Leu Leu Asp Ala Leu Glu Thr 
365 370 375 

ctg gga gag aga ctt gee aag cag aag att gag gac cac ttg ttg age 1324 
Leu Gly Glu Arg Leu Ala Lys Gin Lys He Glu Asp His Leu Leu Ser 
380 385 390 395 

tct gga aag ttc atg tat eta gaa ggt aat gca gac tct gee wtg tec 13 72 

Ser Gly Lys Phe Met Tyr Leu Glu Gly Asn Ala Asp Ser Ala Xaa Ser 

400 405 410 

taagtgtgat tctcttcagg aagtgagaec ttccctggtt tacctttttt ctggaaaaag 1432 

cccaactgga ctccagtcag taggaaagtg ccacaattgt cacatgaccg gtactggaag 14 92 

aaactctccc atccaacatc acccagtgga tggaacatcc tgtaactttt cactgcactt 1552 

ggcattattt ttataagctg aatgtgataa taaggacact atggaaatgt ctggatcatt 1612 

ccgtttgtgc gtactttgag atttggtttg ggatgtcatt gttttcacag cactttttta 1672 

tcctaatgta aatgetttat ttatttattt gggctacatt gtaagatcca tctacaaaaa 1732 

aaaaaaaaaa aaaaaaaggg cggccgcgac tctagagtcg acctgeagaa gcttggccgc 1792 

catggee 1799 

<210> 11 

<211> 411 

<212> PRT 

<213> HUMAN 



<400> 11 

Met Glu Gin Arg Gly Gin Asn Ala 

1 5 
Arg His Gly Pro Gly Pro Arg Glu 
20 

Arg Val Pro Lys Thr Leu Val Leu 
35 40 



Pro Ala Ala Ser Gly Ala Arg Lys 

10 15 
Ala Arg Gly Ala Arg Pro Gly Leu 
25 30 
Val Val Ala Ala Val Leu Leu Leu 

45 



9 



Val 


Ser 


Ala 


Glu 


Ser 


Ala 


Leu 


He 




50 










55 




Gin 


Arg 


Ala 


Ala 


Pro 


Gin 


Gin 


Lys 


65 










70 






Cys 


Pro 


Pro 


Gly 


His 


His 


He 


Ser 










85 








Cys 


Lys 


Tyr 


Gly 


Gin 


Asp 


Tyr 


Ser 








100 










Cys 


Leu 


Arg 


Cys 


Thr 


Arg 


Cys 


Asp 






115 










120 


Cys 


Thr 


Thr 


Thr 


Arg 


Asn 


Thr 


Val 




130 










135 




Arg 


Glu 


Glu 


Asp 


Ser 


Pro 


Glu 


Met 


145 










150 






Pro 


Arg 


Gly Met 


Val 


Lys 


Val 


Gly 










165 








Glu 


Cys 


Val 


His 


Lys 


Glu 


Ser 


Gly 








180 










Ala 


Val 


Val 


Leu 


He 


Val 


Ala 


Val 






195 










200 


Lys 


Lys 


Val 


Leu 


Pro 


Tyr 


Leu 


Lys 




210 










215 




Asp 


Pro 


Glu 


Arg 


Val 


Asp 


Arg 


Ser 


225 










230 






Asn 


Val 


Leu 


Asn 


Glu 


He 


Val 


Ser 










245 








Glu 


Gin 


Glu 


Met 


Glu 


Val 


Gin 


Glu 








260 










Met 


Leu 


Ser 


Pro 


Gly 


Glu 


Ser 


Glu 






275 










280 


Glu 


Arg 


Ser 


Gin 


Arg 


Arg Arg 


Leu 




290 










295 




Pro 


Thr 


Glu 


Thr 


Leu 
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